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Colorectal cancer (CRC) FFPE sample, spatial clustering results at Bin20 (~10um) Breast cancer FFPE sample, cell annotation results at Bin50 (~25pm)
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Colorectal cancer (CRC) FFPE sample, IncRNA Breast cancer FFPE sample, cell annotation results at Bin50 {-25ym)



mJ—-/770-

Sample Mounting Imaging Whole transcriptome capturing

Stereo-seq OMNI
transcriptomics
workflow

CDNA_|

I __mRNA

111
Nuclei-stained image  H&E-stained image

Library construction S equencing
Sequencing on o
DNBSEQ platform >
® &
%
Se®
i DNBSEQ-G400 DNBSEQ-T7
\
. Reads processing & Visualization &
I
mage processing Quantification Additional analysis
Blomform.atlcs SAW/(Automatic) Giid
analysis :
USiI‘Ig StereoMap(Manual) - t . - Community developeded tools
o Process high-resolution spatially resolve:
prop"etary tOOl.S Image pre-processing and quality gene expression data for both host and Smart and easy-to -use interactive
check to ensure optimal microorganisms with H&E and nuclei-stained display of high-resolution
microscopic image results microscope images using Stereo-seq Analysis transcriptomics data.
Workflow(SAW)

m Starter Kit & R I5#HR

=] PR E 54
Stereo-Seq Starter Kit for FFPE 211NC114 4 RXN 1 Set 2,017,000
(#RAMNER)
STomics FFPE Accessary Kit 310AK002-02 6 PCs 3
Stereo-Seq Transcriptomics N kit 211KN114-02 4 RXN 1 1,872,000
1,100,000

Stereo-Seq Chip N Slide (1cm x 1cm) 210CN114-02 4 RXN 1

Stereo-Seq 16 Barcode Library Preparation Kit 111KL160-02 16 RXN 1 126,000
Stereo-Seq PCR Adaptor 301AUX001-02 2EA 2 14,000
Stereo-seq Microscope Assessment Chip Slide 201CT113-02 3 EA 1 5,000
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